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1. Introduction

This course is an introductory bioinformatics, foucusing on quantitative analysis of high—throughput biological data,
computer algorithms, and typical data analysiss. Topics will cover basics of Python programming and analysis of
nucleic acid sequence, Next Generation Sequencing, functional genomics, large—scale gene expression data, data
clustering and regular expression. Students will learn key concepts of bioinformatics algorithms and theories using
Python. However, note that this is not a course on learning Python programming (although we will use a few), but
rather on algorithms, exploratory data analyses and their applications in high—throughput biology.
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3. Class types and activities

4. Teaching Method

lecture

|:| team project(presentation and case studies)

|:| designing and production

|:| others

|:| discussion and debate
experiments(role—playing,etc)

|:| on-site learning(on-site training)

5. Support Systems in Use

AjouBb
|:| cyber lecture

|:| class behavior analyazing system

|:| automatic recording system web—based assignment

online content
|:| others

6. Teaching Tools

PBL(Problem Based Learning)

|:| UR(Undergraduate Research)

|:| others

|:| CBL(Case Based Learning)

FL(Flipped Learning)

|:| TBL(Team Based Learning)

I:I DSAL(Data Science Active Learning)

7. Knowledge and ability required for taking this course
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8. Method of Evaluation

. The Number of Evaluation
Evaluation ltem : i Remarks
Times Proportion
10™ CHEOIM 18 ZMojch 1 ™4 2= thel
EM MuA| 0A X2l (210 83 ojat Z4A g 4t
Attendance 10 &5 tlalEAel A2 F Haleh) A2 356 2 13
2 el
midterm exam 30 CHHEAIY
final exam 40 CHHAIS
AAZIez2 T2 02U S 5101 M Est= ot 1F: A
quiz 10 =X A et Hel sdst EHZ, M E AFYIeH
X 2 & F= U= FA=ZE F4H
presentation
discussion
homework 5 oM M 2 H&Est= =220y A
etc 5 THEE 2 EoiE
study hours
9. Textbook and supplementary material
: : : : : Publication
Main/Sub Title (Web-site) Writer Publisher year
Main oM ol BTt MEMESH ML 9IS s =F ofFCi st 2020
Neil C. Jones
Sub An Introduction to Bioinformatics Algorithms and Pavel A. The MIT Press 2004
Pevzner
10. Class system and Class shedule
1. HO|2QI 2O ElA g & A7)
2. Pythonoll CH&t Ol & A&
3. 2AM e o| 2 &5 (Regular expression, Alignment, NGS, Clustering, Gene expression analysis, PCA)
4. Pythong O| st MEXMES 22X A&
< Class Schedule > * language : K—korean, E-English
lang : ;
Week Topics uag Instructor Teaching Evaluation Matter to be
S o Method Method prepared
1 Introduction K | Daechan Park S3dAb+ AA|ZH =3tz Al Y
2 Bioinformatics algorithm 1 K | Daechan Park SdAF+ MAIZF =54 AlH




< >
Class Schedule * language : K—korean, E-English

lang . ;
Week : Teaching Evaluation Matter to be
Topics uag Instructor
S o Method Method prepared
3 Bioinformatics algorithm 2 K | Daechan Park =34+ AMA|ZE =3tz AlY
4 Bioinformatics algorithm 3 K | Daechan Park S34&F+ AMA|ZE =54 AlY
5 Bioinformatics algorithm 4 K | Daechan Park S34aF+ AAIZ¢ =3tde AlE
. =stzel Al Y
6 | Python programming 1 K | Daechan Park =S4+ AMA|ZE
JMel cES
. =3tz Al Y
7 | Python programming 2 K | Daechan Park S34&+ AAZE
el tEE
8 FZZHOA K | Daechan Park
, , =5tz Al Y
9 Introduction to Biopython K | Daechan Park S3AaF+ AAIZF
JMel tES
, , =3tz Al Y
10 | Running queries on Entrez K | Daechan Park =34+ AMA|ZE
el EES
Using regular expression =5tz AlE
11 greg P ons to K | Daechan Park S3dAb+ AA[ZH etael Al
analyze data JHel EE
. =5tz AlY
12 | Network analysis K | Daechan Park S3dAb+ AA|ZH
JMel cES
-~ =3tz Al Y
13 | Aligning sequences K | Daechan Park S34&F+ AMAZE
el ES
) =5tz AlY
14 | NGS & Gene expression analysis K | Daechan Park S3AaF+ AAIZF
el EES
Data clustering & dimensionalit =5tz Al Y
15 , 9 Y K | Daechan Park S3aF+ AAIZF =rael Al
reduction el tES
16 | 7| Z10A} K | Daechan Park

11. Other items of notification




